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Adverse pregnancy outcomes in women with type 1 diabetes are associated with 
multiple alterations in the vaginal microbiome

Preterm birth and preeclampsia in women with type 1 diabetes (T1D) are linked to vaginal microbiome changes. 
Early intervention to treat risk-associated taxa may improve pregnancy outcomes for mothers and babies.
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In T1D compared to 
pregnancies without T1D: 

↑ Abundance of Lactobacillus species 
L. iners and L. jensenii 

↑ Dysbiosis-associated anaerobic 
genera Gardnerella, Anaerococcus, 

Prevotella, Dialister, and Peptoniphilus

↑ Abundance of fungi species 
Malassezia restricta

In T1D pregnancies with 
adverse outcomes: 

Preterm birth
↑ Bacterial alpha diversity
↓ Lactobacillus reuteri
↑ Malassezia genus

Preeclampsia
↑ Bacterial alpha diversity
↑ Gardnerella vaginalis
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